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1. Title

Annotation of Cellular Data
2. Supervision

Hugo Pedro Proenca (UBI-DI)
3. Description

Biomedical research typically requires the collection of very high quantities of microscopy
images, with its subsequent manual or semi-automatic analysis using support software. This
task is slow, subjective and very tiring, which motivates its full automation, allowing
scientists to devote their full attention to the more critical issues of their research. [1-6] The
CellNote Touch project will combine research in computer vision and human-computer
interaction to create an interactive touch-based tool for an improved analysis and annotation
of cellular images that can run on a simple tablet-type computer.
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Figure 1: Screenshot of CellNote v1.5, currently used by various research groups at IBMC -
INEB - Porto

Hence, the main objectives of this Master dissertation are:

- Research novel adaptable computer vision algorithms for automatic cell annotation
and counting.

- Integrate the research contributions into a fully working prototype running on a tablet-
type PC.

- Deploy and test the developed prototype.

- Publish results in high-impact scientific journals and conferences.

4, Workplan

1- Comparative study of the methods previously published.

2- Development, implementation and test of a strategy to perform the automatic
annotation of cellular data.

3- Publication of the proposed approach in an ISI-indexed International journal or
conference.
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6. Pré-Requisites

- Basic skills in English writting/reading.
- Ability to use programming languages.
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